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2 HMBSELAE ‘T SYXSTICI|ES 0183810 ZHALNYEE] ot 07K 4-6A17H O|LY
Ao AN D E o A20s AMES0| 30%E 7HISHH HAHZLE HEdof ottt '2te 2
Tt FIHE REE0] Q101 30% 70| THsStot
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(01)B. pertussis [PCR]
<gein|dE> ~ (17)B2 AFE L R[LAMP]
SHMESE D5911
[%=-591] *(14)Ureaplasma species (U. urealyticum, U.
parvum) [PCR]
e (01)F DNA [PCR]
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HEIEL | 399.79 oo D6231 | (03)Candida albicans [PCR]
[+-623]
M PUSERICEHA P 22 [54S <7| M= )
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° ° EeT DE38L | (1o)mttolzi~ B1S [PCR]
TEL 02)744-6841 [-658]




02 Newsletter from Korean Association of External Quality Assessment Service

=1y sictER
<A SS HLES
[ZEHA ATHIER| ;E;HH; = [£51] BAE B2 MEUS HRIEAR(p1IS4)
HMZE M o -
NECES [2Fuz] (8 3] Moj 27| oM ARl BIFHIHpL25T)
<0f=>
HASZE D6931 | (01)Treponema pallidium [PCR]
[+-693]
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<7t
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2 <UHAAMNEZ> HLE=
[ZEHAH ATH7HA] A 2 o [S51] ZAIZ B2 MRS HISOIE AR p1154)
HAUSE Ha o T
Hu= [ERU=] [543 MO 7|2 OIFA-28 A BIFEIHpI25T
k"'l'_l'_"l'l'
(01)EBV [PCR-Alots A HHZOICH ]
~ (08)HPV [ERPCRI”
o XK1 <H}O|2{A>
Trj_gflo 61438 SHAIZE D6586 | *(04)HPV [AA|ZtPCR]
- [+-658] (05)HPV [21Hi|o| ]
(06)HPV [PCR-m EEISH]
(08)HPV [PCR]
QI oy (O1)CEzIHOlBI A HAIPCRAE S ]
282 1olo8s e DTOAT | - (oaiceaigstoletlper HiptaammsIc )
[%-704]
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<Yt dE> AHE)[PCR]*
HASE D5913
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- (01)BH 702 A OFH|LYA SCit0| (2t0] 2 L)
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<2tE> (04)BEZHEHIO[21 A oL A Seiet0|(E]7H|of)
HASE D7046 [PCR-ABEAEH AT Y]
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*(03)BYZHEHLO[2{A OFF|LHA S0l (OFH|ZH| o)
[PCR-H|ote A E M A 2]
<AZLE19>
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[%-730]
<TZ2LF19>
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AHOS AL A0SR M MSHH F4 KMSQU 07|52 2 G4 Wz dt o271 0l
ST Al AMEE X e, +E S 2ot GAl MF Tt RIFE Tidet AI— 4 bt HE0| {
Ch I2kA], Of2I0[H 0N E LBt HoI8 Y FEE AMB5IY| ECh= MY0tE DI0|22-FREE A8
otz Aol gA| &4 X 8l 50| Z0[6t0] FH2d Xtss YH| =g T = 00|22 FEO| MHE
Yo XSt FH| HE 7ts &4 MY YIS HASHo] YHIE MFot L HEBIUL

| =9 ™ 5etxtel HHIS 600uloilAl ImIZHX] Microtainer 87101 B2 252 K|S 37HALS] ZfH|of
ABO/Rh (Cell & Serum) typing@t Ab screeningZdAtS AA|SH0] QNSOI| 2|3 AL AT 24~5 H|
(% 1)3ICh

1. Microtainer ZAH|9| Erytra, Vision, IH-500 |9 Z{AF MTH A4 Bl

Vol. 600ul 700ul 800ul 900ul 1.0ml

Cell Serum Ab | Cell Serum Ab | Cell Serum Ab | Cell Serum Ab | Cell Serum Ab
typing typing screen typing typing screen|typing typing screen|typing typing screen|typing typing screen

Erytra| 0 4 0 0 2 0 0 3 0 0 1 0 0 1 0

Test

Vision| 1 2 3 0 0 1 0 0 0 1 1 0 1 2 1

(e}
o
o
(e}
(e}

IH500 | 1 1 1 0 0 1 0 0 0 0

Microtainer A AAMAIHE(%)2 GRIFOLSALS| Erytras 44% (1174/2574)2 T8 Serum typingd|
A AT O, ORTHOALS| Vision2 5719| Ab screeningZiAt AIHE T EFSI0] 329% (871/257) R
O, BIO-RADAS] 1H-5000] 8% (274/2571)2] AIiE = H|mA MHSHICE

0|z 2 ZAAralol| £210] A=l BIO-RADAIS| H-500&H| 27| ™7t A|, MAP (Microtainer®t carrier &
M=) tubeOl| 400ul0il Al 700ul7EX] 9AA| 2MEE Of2l et 20| cellat plasmall HlE@g A 2
25110 ABO/Rh typing2t Ab screening (I 2-1.) AAIS AISIACE J2|1, £A2F 500ulofA 900ul
THX| SEHIE 2 donor2 WAMHBIAIY (& 2-2.)S TS0 Xtsst Aol Mg Ttstt 24 HHs
st

QISHAC.

=

H 2-1. MAP tubeAtg ABO (C: cell typing only, C+S: cellt serum typing) 2t Ab screening (ABS) ZAt 2t

No. | Cell Plasma | ABO (C) ABS | No. | Cell Plasma |ABO (C+S)| ABS
1 150 250 Pass Pass 1 150 250 Fail Fail
2 150 300 Pass Pass 2 150 300 Fail Fail
3 150 350 Pass Pass 3 150 350 Pass Pass
4 200 250 Pass Pass 4 200 250 Fail Fail
5 200 300 Pass Pass 5 200 300 Fail Fail
6 200 350 Pass Pass 6 200 350 Pass Pass
7 250 250 Pass Pass 7 250 250 Fail Fail
8 250 300 Pass Pass 8 250 300 Pass Pass
9 250 350 Pass Pass 9 250 350 Pass Pass
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H 2-2. MAP tubeAtg ABO typing / Ab screening / cross-matching (X-matching; donor: 2%|) Z{At Z 1t

No. Cell Plasma ABO ABS X-matching
1 150 350 ABO (C) Pass Pass
2 200 400 ABO (C) Pass Pass
3 250 450 ABO (C+S) Pass Pass
4 300 500 ABO (C+S) Pass Pass
5 350 450 ABO (C+S) Pass Pass
IItof A= 500ul (150ul+350ul)2 ABO/Rh typing (cellZt serum typing) 2t Ab screening ZAL7t 7+
SO, 700ul (250ul+350ul) 2 ABO/Rh typing2t Ab screening, 22|2| @M=t Jtstt ZHOZ &
QIE| ULt MR 2= XA 500ule] EATIOE ABO/Rh typingt Ab screening, 12]2| &H=17tx| 7t
SOt A& MY ME2 MMot/A0F SIS0 22Xl HAlet 28 S MEt7| st L2t
o oM Brf e YN MES Sot0] e o QU= ofl2(Qf HI0|HE ZXBHCHH X535t 2H(9
i ool SHY Aoz Helrk
Hn 23

1. CLSI Procedures and Devices for the Collection of Diagnostic Capillary Blood Specimens; Approved Standard—Sixth Edition.
CLSI document GP34-A. CLSI; 2013.

2. 8kQ0|, YN, M2 9 4%, "ABO-RhD AU ZALS} H/0)7] EH| MLZALS 98t HAU23 XS 2F Zb] IH-5002F VISION Max<l ZF
Lab Med Online EHEFRIEHA AL SHS] 2017, vol. 7, no.4 pp.170-175

3. BIO-RAD Product Catalog ID-System
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I 1. Wet bench protocol

x| HZ -
H‘|§|ﬁo W 8 XA
A 7tSe HM EF B
Library preparation method E& FA|2F HE Fad WEIt
1 (revalidation) Al 2
Primer / Probe pool %7} ZoE A B
NGS platforme| #1&
SAtRZE | 9 Alofe] #HE T manufacturing version HE
Library preparation protocol &
Library preparation 2t21 F=A[2f2] manufacturing version HZ S HE S
HINS HE =
. oA zd MEt
2 Primer / Probe pool@ lot no. HZ& (0, {F=Z o o
/ pool2] A2, M) (revalidation) A%
Primer / Probe pool A2 M e
Sequencing reagent £= £ 2F2| manufacturing version #2
Primary dataS 43h= &H| software2| version #2
REY WY ER GlE.
3 ANl e 9 HE 7|F HHE HEALY 2] ZoE 0N
ojgty
Y EAS Kt HEN R AR AJekS o|ofet(bufferS YEtEQl XA SHESHR| 4 2)
H 2. Bioinformatics protocol
Y 3
e W o8 TR
ReadE mapping St reference genome version H& fad Mgt
1 (revalidation) A3 2
Variant calling Z2 O848 27} L= |2 ot A By
A5 bam MY o 8= T2 F7HE= H Q)
A& bam It Hof Z8ot= T2 KM AH0|E
HZAIS 2HE &
; ing I 2 i HitH X 0| E Certe B
, Variant calling Z2Z 3848t BT {H[0] Do 9B T}
idati 3 gl
A ol Glate A o (revalidation) Al
Variant calling Z22t0ll @22 F& parameter/option #124 2771 A st
Target region bed T2l £4 & (position) &
2%t filtering -7 & HE
Annotation &5 7t 3 header $Z, HIO|E{H|0| A T AL|0|E*
Summary report 3 59| H4
ic X2 st=o| B
Coverage analysis £ &=°o| #HZ oBM LI TE oS
. N 4 B AR 22,
E Target region bed T2 £ &= (Transcript ID, mf’ —hi} D|HI+@.
= L 41
gene Symbol, exon Number 5) 0| #2j&|= 22 = -
Quality metrics &5 £&= &&7|& HE
=4 mo|zeflol Fets FX| = XEM 3
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HH|o| HEY AFZ2 A =Y, SR BF uk|, BT Y220|E, 9/X] 0|5, SHE HE 50| ACL 2
7122 Xt HAte oI 2 Qs AlfY FH|C| 0[S0| AUAL, CrSat 20| MBIIE AASHAC
HH|9| 0| = HN|=RE X 2ol g

, 29, 4501 tiet B7HIQ/0Q/PQIE &2l LALLM, PhiX rung S3l
Total output, %=Q30 S5 &fQISIRUL,. 0| = HAMHOM EH|S| R2d MBS HASIUCE. F= 2
2] 222l NA128781F TRUQICE ZZt9] librarys St WHO 2 AAISH0 2k batchE(Aligned%,
9%=Q30, Error Rate, Cluster PF), ZX|H(total reads, % filtered reads aligned, average read length,
median Insert size, mean target coverage &) QCHR|0| ZFsH=X| ZESIFCE WotAn A8 F
e SHOIM LT 2= HO7F AEE 1 A X[ B 5187|FS PESt= A2 =l < FH| AR
ERNECIF s

Alete| HE A2 library prep. AlSf HE, probe HE, probe lot HZ& SO| UL Library prep. Al
HZ0l= library prep. kite] EF, HH, MZAZF HEE It U0 He 22| 221 20t ¢
ol

SIXF HHIE 01880 WIFSICE BoF Al 2RISH0F Sh= X He= insert size, uniformity, % target
bases 10X, 20X, 30X H|x2, uncovered <, exon & B depth SO|C}. Probe HZE2Q| AL probe &
I AH|, probe MZEAL A SO0| TEHEICH 2 7|22 FAATH A H ALl AH2 5= probe?] HIZAt
HZEHM probed| 70| HEEO fud WHIIS HAGIRCE 2t S XS S

715t 0, M-S 120 ZAof CHa within-run2t between-run@2 HIFSIGICE BIZtE = M H
22| 2E 9| VAFE THAIE (5%, 1.7%, 1%)2 LE+0] WIISIP O E0|cs SA 27t St AE
A 4= Q= HIS 2 HESIRCE oL Al Y8 24 22|22 (TRUQL, TRUQO), 2ttt HHIE

IS0 & 32sampleol| Chish 2 batchz AALS TIASIRUCE BIHQ| 7|EE % Target bases =250,
coverage: = 99%Q 2 St H REXIO| Chdl M= =100x 100%E F=7t= BRIt #Hol YX| =
= YR BE HoPL &5 2 MYOR IS, ZEE #0[9| VAF (%) AH0| = &Helsteirt.

CHE At b= | |2l softwarelt 24 T2 12O HA A0 = H L0

et 22 Fats g U HHo= Qlot Aars HIKHOF 6K IA| LES0] variant calling
of I&g DjXle 22 X g2 ZRE Lhs 5 UCHE2). ©Xte] 22 WHIPL HREHH raw
dataE &850 software?| HZ T Zntet M7 ¢ HUtE H|wdh= PY L= ZUE L1 s 24t
Axet H 2ol ZHIE 01 83H0 MEIIS St 80| UCE St 4R HE AY HE = XHEIt A
g EE ZHE 4 FCH 2 Ao A AAlBE ThermoFisherAte| Genexus &H| software?| #4
OF QIot MY IH= CHSat 20| TIMSIALT. LTt software?] HE Atds HASHY variant callingofl
Hopot gl Ade o k. Ol 47t HEE7| T bam LUS 2SI softwareE HE ot 2
H

o
=
bamIIYE 0| S FI&I4 annotation7HX| 2BBISIC H12 H ATjet i = 2
T} | T30} R #O|7} ZHSE U Aolst = Sixt HAtol ALBIALY,
uE QXL ZAl] HE B2l Ch2 ZAL 7ol B3] 2 82T Alzto| &
7|2te] of2ist ZEo| CI2 ZAl 7|2t

0 23

=
1=
e

OISFZ M. AN 7| M B 2A MQIEITte| 27|79 4587t 7to|=2tel. 2021.
Al O|

g

| ZOIAFZATA. AMICHG7 M2 LS HA S HARZOFE 7H0[=2kQ - HIAIZE. 2018.

w

Kim H, Yun JW, Lee ST, Kim HJ, Kim SH, Kim JW; Korean Society for Genetic Diagnostics Clinical Guidelines Committee. Korean
Society for Genetic Diagnostics Guidelines for Validation of Next-Generation Sequencing-Based Somatic Variant Detection in
Hematologic Malignancies. Ann Lab Med. 2019 Nov;39(6):515-523
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